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REMARKS 
Amendments 



suggested. These amendments introduce no new matter. 

G«JBankus^ ^^^ZZZ^T^^^cm be used to search for local sequence 

sequence Analysis system. Alternatively. BLAM can ,,^,r nrRSEO database. 

aulments.andtosearcbforrelatedmoleculesw.t.mthelibranesof 
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. .™,uter-based system foretelling a targeted collection Of 
^„ourclai».xec.e.c mputet -^^^ 
,^„e„ces.io»adata3e.ot»ptar.lityofda.«-of 

natural comply biopolymcr sequences -'"'^^f '^fj^^^^^^.^ assemble cDNA 
o.prac«calappaca,iot.,t.et.«etedcouecuo„o^j~b^^^ 
se<,uencesforaparticular,e„eexp,=ss.onm.«oarray).ForexampK 
■ 1 •™in,mtmovidealUouroftliefollowmgfunctions. 

accordi«gtoa.er.de«aedcriteHo„.ue.as.y«»do.,pu.saHrs...se.oft.e 

dataset restricted by the criterion; 

b) a redundancy redudng function which compares the first subset vv^ft 

^■-':::rrr:~:sccondsubse.a.^^^^^^^^^^^^ 

paramel;uLsource.speciesorau.hor,andoutpu.sath.rdaubsetres.ric,edr 

^°":a:bronCrn;::hcrea.esandou.puts.e.argetedco,lee.on^^^^^^^^^ 
.heJo;adatatablecompnsmg.conBgurablebyandsor.ablebythese,uence.denn«ersot 

"":::ycomputcr.basedsystemsaescnbcdbyPordeta,.areth^3.5^^ 
1- A/f .p«tt^ RLAST and the search function embedded m 

and6tei!(a)ofclaimsl4,17,18and20). 

-rle cited com Itaes 20-30 of Ford c al. relare ,o identiWng ^MF sequences (e.g. 
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forupstreamregulatoryse^uencesbyaU^entwithknownpromotersequ^^^^^ Th.sprocess 
i,a.e.chfunctionwMchmereIyscansa.input.equencefortargetmotifs 

nothiBBtodowithreducingsynge^^ 

the sequence i^^i^^^^^s^ -bset with sy^eic biopolymers to output a second subset 
of the dataset having reduced unique, natural complex biopolymer redundancy. 

35USC1 03(a): Claim 5 and 7. 

Claim 5 and 7 are each dependent on, and require all the limitations recited m claim 1 . 
Claim 5 further requires that the recited dataset is GenBank, Medline or KEGG; and claim 7 
further requires that the recited database is UniGene or LocusLinlc. As noted in the cited Chm et 
al (US Pat. NO. 6,470.277) and MacLeod et al. (US Pat, No- 6,221,600), these are well-known 
sequence databases, and which provide particularly suited datasets for use in our claimed 
method.. However, there is no prior art, Ford et al. (supra) or otherwise, teaching or suggesting 
our claimed methods, regardless of which recited datasets or databases are incorporated. 

The Examiner ts invited to call the undersigned if she would like to amend the claims to 
clarify the foregoing or seeks further clarification of the claim language. 

We petition for and authorize charging our Deposit Account No.19.0750 all necessary 
extensions of time. The Commissioner is authorized to charge any fees or credit any overcharges 
relating to this communication to our Dep. Acct. No.19.0750 (order UTSD:0668). 

Respectfully submitted, 
SClENCE^^CHNOLOOy LAW GROUP 
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